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(n= 72), pork sausages (n= 74), minced meat (n= 68), and chicken carcasses (n=70).
98
After purchase, each sample was transported in its original container under 99 refrigeration and immediately processed or stored at 4°C for up to 6 h. sterile plastic bags containing 25 ml of TSB (Britania), softly hand shaken for 1 min to facilitate 112 bacterial detachment and incubated at 25ºC during 24 h. After that, one milliliter of TSB was 113 taken and diluted in 99 ml of PSBB for incubation at 10ºC for 9 days. Isolation from fecal 114 samples was performed according to HaoXuan et al. (2006) with some modifications. In brief, 115 0.5 g of sample was added into 4.5 ml of 0.85% NaCl. After homogenization, one ml was seeded 116 into 9 ml of PSBB and cultured for 10 days at 10°C. After enrichment period, 0.1 ml of each 117 sample was spread on Mac Conkey (MC, Britania) and cefsulodin-irgasan-novobiocin (CIN, 118 Merck, Darmstadt, Germany) agars, and incubated for 48 h at 25ºC and 37ºC, respectively.
119
Typical colonies were picked and tested by Gram staining and classical biochemical methods 120 (Bottone et al. 2005) . Confirmation of biotypes and serotypes were performed by Dr. E. Carniel,
121
Reference Center for Yersinia, Pasteur Institute, Paris, France.
123
Virulence phenotypic tests 124 The following assays were performed as described previously: autoagglutination at 37°C Three virulence genetic markers, virF, ail and ystB, were assayed by multiplex PCR with 165 using primers presented in Table 1 . A step-by-step empirical approach was used to determine the 166 optimal annealing temperature, raising the temperature from 55 to 60°C with 1°C increments, and 167 the concentration of primers, MgCl 2 and deoxynucleoside triphosphates in the reaction mixture.
168
The final PCR protocol was as follows: 1x PCR buffer, 1.5 mM MgCl 2 , 1 U of Taq DNA-169 polymerase, 0.2 mM of each dNTP, 10 pmol each primer set, and two µl of DNA as template.
170
The amplification conditions were: 95°C for 3 min, followed by 25 cycles of 95 °C for 45 s, 58°C B  N°  AKN  AM  AZT  CEF  CXM  CIP  CMP  COL  ERY  FOS  FUR  GEN  K  NAL  NEO  RFA  TET 
